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<210> 1 

<211> 2991 

<212> DNA 

<213> Homo sapiens 

<400> 1 

atgaagattt tgatacttgg tatttttctg tttttatgta gttctccagg ttgggcaata 60 

gataggcact gctacatagg cattgaagaa agcatttgga actatgctcc ttctggtaaa 120 

aatatgctca atgaaaagcc tttttctgaa gacctagaat ttctacaagg aggtcaagcg 18 0 

aggaagagct ttgtttttaa aaaggctttg tattttcaat atactgataa tacatttcaa 240 

aggatcattg aaaaaccatc ctggttggga tttttaggtc caatgattaa agcagagact 300 

ggagacttca tttatgtaca tgtaaaaaat aatgcttcaa gagcttatag ttatcatcct 3 60 

catgggctca cctactccaa agaaaatgaa gcacatggtg ctatctatcc tgataatacg 420 

acaggcctgc aaaaggaagt tgaatatctg gagccaggga aacaatatac ctacaagtgg 480 

tatgtagaag aacatcaggg acctggcccc aatgacagta attgtgtgac aagaatttac 540 

cattcccata tagacactgc aagagatgta gcttcgggac ttattggacc aatactgact 60 0 

tgtaaaagag ggacactgaa tggagacact gaaaaagata ttgacaggtc ttcttttctg 6 60 

atgttttcta caactgatga aagcagaagc tggtatagtg atgaaaatat tcgtgcattt 720 

actgaatctg gcaagattaa tactagtgat ccccgttttg aggagagcat gagcatgcaa 780 

tcaataaatg gatacatcta tggaaatctg cccaatctca ccatgtgtgc tgaagatagg 840 

gtccagtggt attttgttgg catgggtggc gtggctgaca tacaccccgt ctacctccgc 900 

ggacaaactc tgatctctcg gaatcacaga aaggacacca ttatgctctt cccctcctca 960 

ctggaagatg ccttcatggt ggccaaggcc cctggagtgt ggatgctggg atgccagata 1020 

catgagagta tgcaggcatt tttcaaagta agtaattgcc agaaaccttc aacagaagcc 1080 

tttgttactg ggacacatgt tatacattac tatattgctg ctaaagaaat tctttggaac 1140 

tatgctccat ctggtataga tttcttcact aaaaaaaatt taacagcagc tggaagtaaa 1200 

tcccagttat tttttgaacg aagtccaacc agaattggag gaacttacaa aaaactgatt 1260 

taccgtgaat acacagatgc ttccttccaa acacagaagg caagagaaga acaccttgga 132 0 

atccttggcc ccgtttttaa ggcagaggtg ggacagacca tcaaaatcac tttctataac 1380 

aatgcttccc tgccactcag cattcagcct cctggactgc attacaacaa gagcaatgag 1440 

ggcttattct acgaaacacc tggaggaagt acccctccac cctcttcaca tgtaagtcct 1500 

ggcacaacat ttgtctatac atgggaagtt ccaaaagatg tgggtcccac ctccacagat 1560 

cccaactgct tgacctggtt ctattactct tcagtaaatg ggaaaaaaga catcaacagt 1620 

ggccttctgg ggcctctcct tatatgtaga aatggaagtc ttggagacga tggcaaacag 168 0 

aaaggagtag acaaagagtt ttacctactt gccacaatat ttgatgaaaa tgaaagtaat 1740 

ctcttggatg aaaatrtcag aacatttatc acagagcctg aaaacataga taaagaggat 1800 
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acagactgcc 
cctggattgg 
gtggaagatt 
agggacacaa 
ataggaactt 
aaatatcacg 
aaaataatta 
tgggagaatg 
agtggaacac 
acgttcacaa 
ttaatattgc 
ccgtattcta 
ccaggagaga 
gactttgaat 
agtggactgg 
cgtgttctcc 
aacacctatg 
aaccaaatgc 
gttggggatg 
gttcactttc 



aagcctcaaa 
acacgtgctt 
tacacgggat 
tacctatgtt 
ttgatttggt 
tgaggcaatg 
ttaccattgc 
aactccacca 
ttcttgggtc 
atcaaacaaa 
tcaaccctgg 
ttcatgctca 
ttcaaatata 
gcataccttg 
taggccctct 
acttcatgat 
cttcaaaacc 
acgcaattaa 
tagtgaattg 
atggccatag 



taagatgtac 
aggagacaac 
atatttttca 
tccttatact 
ttgcatgaca 
tgggaagcca 
agccgaggaa 
cttacgaaga 
caaatacaag 
aaggaatgaa 
tcaaataatt 
tggagtgaaa 
tacttggcag 
gttttactat 
ctctgtatgc 
atttgatgag 
aaacaaagtg 
cggaagactg 
gtatctgatt 
ctttgaatac 



tccataaatg 
gttttgtggc 
ggaaatacct 
tctcagacgc 
ataaagcaca 
aaccctgatc 
atggaatggg 
gagaaccaaa 
aaagtcttat 
ggtgaaaaac 
caaattatct 
acaaataatt 
atacctgata 
tcaactgtat 
cgcaaagaca 
aatgaatcct 
gacaaggaaa 
tttggaaata 
ggcataggga 
aagcataaat 



gatacatgta 
acgtttttag 
tcacttcttt 
ttttgatgac 
atctaggagg 
aaacacaata 
attattctcc 
cgagcatgta 
atcgtcaata 
atctcgatat 
ttaaaaataa 
ccactgttgt 
gaactggtcc 
ctgtggctaa 
tcaaccccaa 
ggtacttcga 
atgataattt 
accaaggtat 
atgaagctga 
atttgatatg 



tggaaatctg 
tgtaggatca 
aggagcaaga 
acctgattct 
catgaaacat 
ccaggaggag 
tagtagaaag 
tgtggacaga 
tgatgataac 
actaggtcca 
agccgcaaga 
tccaactcag 
tacctcactg 
ggaccttcac 
catagttcac 
agacagtatc 
tcaactcagc 
aacattccat 
cctgcacaca 
a 



1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
2991 



<210> 2 
<211> 996 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Lys lie Leu lie 

1 5 
Gly Trp Ala lie Asp 
20 

Trp Asn Tyr Ala Pro 
35 

Ser Glu Asp Leu Glu 
50 

Val Phe Lys Lys Ala 
65 

Arg lie lie Glu Lys 
85 

Lys Ala Glu Thr Gly 
100 

Ser Arg Ala Tyr Ser 
115 

Asn Glu Ala His Gly 
130 

Lys Glu Val Glu Tyr 
145 

Tyr Val Glu Glu His 
165 

Thr Arg lie Tyr His 
180 

Gly Leu lie Gly Pro 
195 

Asp Thr Glu Lys Asp 
210 



Leu Gly lie 

Arg His Cys 

Ser Gly Lys 
40 

Phe Leu Gin 
55 

Leu Tyr Phe 
70 

Pro Ser Trp 

Asp Phe lie 

Tyr His Pro 
120 

Ala lie Tyr 
135 

Leu Glu Pro 
150 

Gin Gly Pro 

Ser His lie 

lie Leu Thr 
200 

lie Asp Arg 
215 



Phe Leu 
10 

Tyr lie 
25 

Asn Met 

Gly Gly 

Gin Tyr 

Leu Gly 

90 
Tyr Val 
105 

His Gly 

Pro Asp 

Gly Lys 

Gly Pro 
170 
Asp Thr 
185 

Cys Lys 
Ser Ser 



Phe Leu Cys Ser 
Gly lie 
Leu Asn 



Gin Ala 
60 

Thr Asp 
75 

Phe Leu 

His Val 

Leu Thr 

Asn Thr 
140 
Gin Tyr 
155 

Asn Asp 

Ala Arg 

Arg Gly 

Phe Leu 
220 



Glu Glu 

30 
Glu Lys 
45 

Arg Lys 



Asn Thr 

Gly Pro 

Lys Asn 
110 
Tyr Ser 
125 

Thr Gly 

Thr Tyr 

Ser Asn 

Asp Val 
190 
Thr Leu 
205 

Met Phe 



Ser Pro 
15 

Ser lie 

Pro Phe 

Ser Phe 

Phe Gin 

80 
Met lie 
95 

Asn Ala 

Lys Glu 

Leu Gin 

Lys Trp 
160 
Cys Val 
175 

Ala Ser 
Asn Gly 
Ser Thr 
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Thr Asp Glu Ser 
225 

Thr Glu Ser Gly 

Met Ser Met Gin 
260 

Leu Thr Met Cys 
275 

Gly Gly Val Ala 
290 

lie Ser Arg Asn 
305 

Leu Glu Asp Ala 

Gly Cys Gin lie 
340 

Cys Gin Lys Pro 
355 

His Tyr Tyr lie 
370 

Gly lie Asp Phe 
385 

Ser Gin Leu Phe 

Lys Lys Leu lie 
420 

Lys Ala Arg Glu 
435 

Glu Val Gly Gin 
450 

Pro Leu Ser lie 
465 

Gly Leu Phe Tyr 

His Val Ser Pro 
500 

Asp Val Gly Pro 
515 

Tyr Ser Ser Val 
530 

Pro Leu Leu lie 
545 

Lys Gly Val Asp 

Asn Glu Ser Asn 
580 

Pro Glu Asn lie 
595 

Met Tyr Ser lie 
610 

Thr Cys Leu Gly 
625 

Val Glu Asp Leu 
Leu Gly Ala Arg 



Arg Ser Trp Tyr 
230 

Lys lie Asn Thr 
245 

Ser lie Asn Gly 

Ala Glu Asp Arg 
280 

Asp lie His Pro 
295 

His Arg Lys Asp 
310 

Phe Met Val Ala 
325 

His Glu Ser Met 

Ser Thr Glu Ala 
360 

Ala Ala Lys Glu 
375 

Phe Thr Lys Lys 
390 

Phe Glu Arg Ser 
405 

Tyr Arg Glu Tyr 

Glu His Leu Gly 
440 

Thr lie Lys lie 
455 

Gin Pro Pro Gly 
470 

Glu Thr Pro Gly 
485 

Gly Thr Thr Phe 

Thr Ser Thr Asp 
520 

Asn Gly Lys Lys 
535 

Cys Arg Asn Gly 
550 

Lys Glu Phe Tyr 
565 

Leu Leu Asp Glu 

Asp Lys Glu Asp 
600 

Asn Gly Tyr Met 
615 

Asp Asn Val Leu 
630 

His Gly lie Tyr 
645 

Arg Asp Thr lie 



Ser Asp Glu Asn 
235 

Ser Asp Pro Arg 
250 

Tyr lie Tyr Gly 
265 

Val Gin Trp Tyr 

Val Tyr Leu Arg 
300 

Thr lie Met Leu 
315 

Lys Ala Pro Gly 
330 

Gin Ala Phe Phe 
345 

Phe Val Thr Gly 

lie Leu Trp Asn 
380 

Asn Leu Thr Ala 
395 

Pro Thr Arg lie 
410 

Thr Asp Ala Ser 
425 

lie Leu Gly Pro 

Thr Phe Tyr Asn 
460 

Leu His Tyr Asn 
475 

Gly Ser Thr Pro 
490 

Val Tyr Thr Trp 
505 

Pro Asn Cys Leu 

Asp lie Asn Ser 
540 

Ser Leu Gly Asp 
555 

Leu Leu Ala Thr 
570 

Asn lie Arg Thr 
585 

Thr Asp Cys Gin 

Tyr Gly Asn Leu 
620 

Trp His Val Phe 
635 

Phe Ser Gly Asn 
650 

Pro Met Phe Pro 



lie Arg Ala Phe 
240 

Phe Glu Glu Ser 
255 

Asn Leu Pro Asn 
270 

Phe Val Gly Met 
285 

Gly Gin Thr Leu 

Phe Pro Ser Ser 
320 

Val Trp Met Leu 
335 

Lys Val Ser Asn 
350 

Thr His Val lie 
365 

Tyr Ala Pro Ser 

Ala Gly Ser Lys 
400 

Gly Gly Thr Tyr 
415 

Phe Gin Thr Gin 
430 

Val Phe Lys Ala 
445 

Asn Ala Ser Leu 

Lys Ser Asn Glu 
480 

Pro Pro Ser Ser 
495 

Glu Val Pro Lys 
510 

Thr Trp Phe Tyr 
525 

Gly Leu Leu Gly 

Asp Gly Lys Gin 
560 

lie Phe Asp Glu 
575 

Phe lie Thr Glu 
590 

Ala Ser Asn Lys 
605 

Pro Gly Leu Asp 

Ser Val Gly Ser 
640 

Thr Phe Thr Ser 
655 

Tyr Thr Ser Gin 



660 

Thr Leu Leu Met 
675 

Met Thr lie Lys 
690 

Arg Gin Cys Gly 
705 

Lys lie lie lie 

Pro Ser Arg Lys 
740 

Gin Thr Ser Met 
755 

Tyr Lys Lys Val 
770 

Gin Thr Lys Arg 
785 

Leu lie Leu Leu 

Lys Ala Ala Arg 
820 

Asn Ser Thr Val 
835 

Trp Gin lie Pro 
850 

lie Pro Trp Phe 
865 

Ser Gly Leu Val 

Asn He Val His 
900 

Ser Trp Tyr Phe 
915 

Lys Val Asp Lys 
930 

Ala He Asn Gly 
945 

Val Gly Asp Val 

Asp Leu His Thr 
980 

Lys Tyr Leu He 
995 



Thr Pro Asp Ser 
680 

His Asn Leu Gly 
695 

Lys Pro Asn Pro 
710 

Thr He Ala Ala 
725 

Trp Glu Asn Glu 

Tyr Val Asp Arg 
760 

Leu Tyr Arg Gin 
775 

Asn Glu Gly Glu 
790 

Asn Pro Gly Gin 
805 

Pro Tyr Ser He 

Val Pro Thr Gin 
840 

Asp Arg Thr Gly 
855 

Tyr Tyr Ser Thr 
870 

Gly Pro Leu Ser 
885 

Arg Val Leu His 

Glu Asp Ser He 
920 

Glu Asn Asp Asn 
935 

Arg Leu Phe Gly 
950 

Val Asn Trp Tyr 
965 

Val His Phe His 



665 

He Gly Thr Phe 

Gly Met Lys His 
700 

Asp Gin Thr Gin 
715 

Glu Glu Met Glu 
730 

Leu His His Leu 
745 

Ser Gly Thr Leu 

Tyr Asp Asp Asn 
780 

Lys His Leu Asp 
795 

He He Gin He 
810 

His Ala His Gly 
825 

Pro Gly Glu He 

Pro Thr Ser Leu 
860 

Val Ser Val Ala 
875 

Val Cys Arg Lys 
890 

Phe Met He Phe 
905 

Asn Thr Tyr Ala 

Phe Gin Leu Ser 
940 

Asn Asn Gin Gly 
955 

Leu He Gly He 
970 

Gly His Ser Phe 
985 
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670 

Asp Leu Val Cys 
685 

Lys Tyr His Val 

Tyr Gin Glu Glu 
720 

Trp Asp Tyr Ser 
735 

Arg Arg Glu Asn 
750 

Leu Gly Ser Lys 
765 

Thr Phe Thr Asn 

He Leu Gly Pro 
800 

He Phe Lys Asn 
815 

Val Lys Thr Asn 
830 

Gin He Tyr Thr 
845 

Asp Phe Glu Cys 

Lys Asp Leu His 
880 

Asp He Asn Pro 
895 

Asp Glu Asn Glu 
910 

Ser Lys Pro Asn 
925 

Asn Gin Met His 

He Thr Phe His 
960 

Gly Asn Glu Ala 
975 

Glu Tyr Lys His 
990 
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